1/2S 



455683 



mORKl MES?IQIFRGDPG?TCS?SACLL?HSSSW: : : 



TMl 



: FPNWAESDSIiGSVGSEDQQLESAHISPAIPVIITAVY 66 



mORDl ME; 



t I 



mORKl swfwgl; 



iLVPSARAELQSSPLVHLSDAFPSAFPSAGAilASGSPGARSASSL: : -ALAIAITALY 

TM2 



56 



ryGLyGNSLVMFVIIRYTKl«TATNIYIFNIJUJU3ALV?i^5i?^ 138 
mORDl SAVCaVGLlC^tVMTGIVRYIKLKIATNKIFNLMJmM^ISII^FQSAKiaffiiwpr.^ 



mORKl 



TM 4 



^,IV-^^^^^^^^^J-^^^^^^ 210 
mORDl ^TSIFTLTMMS'/DRYIAVC^P^J^^^r;;^^^^*^*^;^^ 

TM 5 



rnORKl SLQFPDDEYSWWDLFMK 



ICVFVFAFVIPVLIIIVCYTLMIIJlIjCSVRLLSGSREKDRNIJlRITKLVL^^ 



mORDl MI'Q^PSPSW:YWDT'/T:<IC'/FLFAFVVPILIITVCYGI^IJllisVRLLSGS^KDRSI^^ 



TM 6 



mORKl FIICWTPIHIFIL'/EALGSTSHSTAALSSYyTf 



TM 7 



I I - 



C lALGYTNS SLNP VLYAFLDENFKRCFRDFCFP IKMRME 



282 



269 



353 



mORDl FWCWAPIHIFVIVWTl'/DIN 



)INRRDPLWAALHLCIALGYANSSLNPVLYAFLDENFKRCrRQLCRTPCGRQE 341 

mORKl RQSTNRVRNTVQDP : : : : ASMRDVGGMNKPV - 380 (SEQ ID NO:2) 
* * * I I » • 

mORDl PGSLRRPRQATTRERVTACTPSDGPGGGAAA - 372 ^^^^ NO;4) 
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'^/25 # (0 455683 

1 AAGAAGCAAAATCAGTAATCCAAAGGCTATCACAAACACATTCACCTTATGGGGTTTGAC 

61 ttgaaaatggagggaaatgctattgtttcttttcttttagaSS^ga?gJ^^^ 



121 
181 
241 
301 
361 



541 



601 



721 



781 



caaccaacatttacatatttaacctggctttggcagatgctttagttactacaacStgc 
cctttcagagtacggtctacttgatgaattcctggccttttggggatgtgctgtgcaaga 

„.«^'5f°^^^^°^^®^^®^°"^^®^«^l®TrpLeuLeuSerSerSerValGlvIleSerAla 

tgaaggcaaagatcatcaatatctgcatctggctgctgtcgtcatctgttggStctctc 



IleValLeuGlyGlyThrLysValArgGliiA 
421 CAATAGTCCTTGGAGGCACCAAAGTCAGGGAAGGT ::::::;:::;:: TTTCTGTGTTGT 

Ji^^^Sil™^^®"^ ^® ^ ^^^^®^^^^y^^^T*»^^euMetIleLeuArgLeuLy8NNNVal 

atccctgtcctcatcatcatcgtctgctacaccctgatgatcctgcgIctcaXganngJc 

661 S5ISS?¥?S^^???c^5^^^^ 

Snr^i)^^i)^^^^^^^^^^^^^^^^^^^^"^^PThrProIleHi8llePheIleLeuVal 
ctggtggtggtggcagtcttcgtcgtctgctggactcccattcacatattcatcctggtg 

MetAsnLysProValop t<ivr> rn mo.iiv 

1021 ATGAATAAACCAGTATGACTAGTCGTGGA S SS:") 



FIG, 3 



# 5/25 ^ 08 4556^ 

Met Glu Ser Pro He Gin He Phe Arg Gly Asp Pro Gly Pro Thr Cys 
15 10 15 

Ser Pro Ser Ala Cys Leu Leu Pro Asn Ser Ser Ser Xrp Phe Pro Asn 
20 25 30 

Trp Ala Glu Ser Asp Ser Asn Gly Ser Val Gly Ser Glu Asp Gin Gin 
35 40 45 

Leu Glu Ser Ala His He Ser Pro Ala He Pro Val He He Thr Ala 
50 55 60 

Val Tyr Ser Val Val Phe Val Val Gly Leu Val Gly Asn Ser Leu Val 
65 70 75 80 

HUMAN Tyr Thr Lys Met Lys Thr Ala Thr Asn He 

MOUSE Met Phe Val He He Arg Tyr Thr Lys Met Lys Thr Ala Thr Asn He 

85 90 95 

HUMAN Tyr He Phe Asn Leu Ala Leu Ala Asp Ala Leu Val Thr Thr Thr Met 
MOUSE Tyr He Phe Asn Leu Ala Leu Ala Asp Ala Leu Val Thr Thr Thr Met 

100 105 110 

HUMAN Pro Phe Gin Ser Thr Val Tyr Leu Met Asn Ser Trp Pro Phe Gly Asp 
MOUSE Pro Phe Gin Ser Ala Val Tyr Leu Met Asn Ser Trp Pro Phe Gly Asp 
115 120 125 

HUMAN Val Leu Cys Lys He Val He Ser He Asp Tyr Tyr Asn Met Phe Thr 
MOUSE Val Leu Cys Lys He Val He Ser He Asp Tyr Tyr Asn Met Phe Thr 
130 135 140 

HUMAN Ser He Phe Thr Leu Thr Met Met Ser Val Asp Arg Tyr He Ala Val 
MOUSE Ser He Phe Thr Leu Thr Met Met Ser Val Asp Arg Tyr He Ala Val 
145 150 155 160 

HUMAN Cys His Pro Val Lys Ala Leu Asp Phe Arg Thr Pro Leu Lys Ala Lys 
MOUSE Cys His Pro Val Lys Ala Leu Asp Phe Arg Thr Pro Leu Lys Ala Lys 

165 170 175 

HUMAN He He Asn He Cys He Trp Leu Leu Ser Ser Ser Val Gly He Ser 
MOUSE He He Asn He Cys He Trp Leu Leu Ala Ser Ser Val Gly He Ser 

180 185 190 

HUMAN Ala He Val Leu Gly Gly Thr Lys Val Arg Glu Asp Val Asp Val He 
MOUSE Ala He Val Leu Gly Gly Thr Lys Val Arg Glu Asp Val Asp Val He 
195 200 205 

ilUMAN Glu Cys Cys Leu Gin Phe Pro Asp Asp Asp Tyr Ser Trp Trp Asp Leu 
MOUSE Glu Cys Ser Leu Gin Phe Pro Asp Asp Glu Tyr Ser Trp Tirp Asp Leu 
210 215 220 

HUMAN Phe Met Lys He Cys Val Phe He Phe Ala Phe Val He Pro Val Leu 
MOUSE Phe Met Lys He Cys Val Phe Val Phe Ala Phe Val He Pro Val Leu 
225 230 235 240 

HUMAN He He He Val Cys Tyr Thr Leu Met He Leu Arg Leu Lys NNN Val 
MOUSE He He He Val Cys Tyr Thr Leu Met He Leu Arg Leu Lys Ser Val 

245 250 255 
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6125 

HUMAN Arg Leu Leu ^^^ly Ser Arg Glu Lye Asp NNN A^^eu Arg Arg lie \^ 

MOUSE Arg Leu Leu Ser Gly Ser Arg Glu Lys Asp Arg Asn Leu Arg Arg lie 

250 265 270 

HUMAN Thr Arg Leu Val Leu Val Val Val Ala Val Phe Val Val Cys Trp Thr 
MOUSE Thr Lys Leu Val Leu Val Val Val Ala Val Phe lie lie Cys Trp Thr 
275 280 285 

HUMAN Pro lie His lie Phe lie Leu Val Glu Ala Leu Gly Ser Thr Ser His 
MOUSE Pro lie His lie Phe lie Leu Val Glu Ala Leu Gly Ser Thr Ser His 
290 295 300 



Ser Thr Ala Ala Leu Ser Ser Tyr Tyr Phe Cys lie Ala Leu Gly Tyr 

Ser Thr Ala Ala Leu Ser Ser Tyr Tyr Phe Cys lie Ala Leu Gly Tyr 

305 310 315 320 

Thr Asn Ser Ser Leu Asn Pro lie Leu Tyr Ala Phe Leu Asp Glu Asn 



MOUSE Thr Asn Ser 



Ser Leu Asn Pro Val Leu Tyr Ala Phe Leu Asp Glu Asn 
325 330 335 

Phe Lys Arg Cys Phe Arg Asp Phe Cys Phe Pro Leu Lys Met NNN Met 

Phe Lys Arg Cys Phe Arg Asp Phe Cys Phe Pro He Lys Met Arg Met 
340 345 350 



Glu Arg NNN Ser Thr Ser Arg Val Arg Asn Thr Val Gin Asp Pro Ala 
MOUSE Glu Arg Gin Ser Thr Asn Arg Val Arg Asn Thr Val Gin Asp Pro Ala 
355 360 365 

HUMAN Tyr Leu Arg Glu He Asp Gly Met Met Asn Lys Pro Val (SEQ ID NO: 12) 
MOUSE Ser Met Arg Asp Val Gly Gly Met Asn Lys Pro Val (SEQ ID NO: 2) 

370 375 380 
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